Exchange substrate specificities of GFT1, GONST1 and GONST2.
. lmmunoblot analysis and Coomassie stained gel of total protein extracted from hpGFT1 cohorts probed with antibodies against N-glycan xylosyl and fucosyl epitopes.
Supplementary Figure 3. Confirmed localization of GFT1.
Transient sub-cellular co-localization of the GFT1-YFP fusion protein with the (a) G-rk (aMan-mCherry) Golgi marker or the (b) ER-rk (ER-mCherry) ER marker in N. benthamiana leaves. Regions of interest (cicles) were used to assess the overlap of pixels in each channel to generate scatter plots. The x-axis represents channel 1 (YFP) and the y-axis channel 2 (mCherry). Three independently transformed cells are shown for each experiment. Scale bars = 25 µm. (c) Quantification of fluorescent signal overlap in the region of interest (circles) between the GFT1-YFP signal and the organelle marker signals using the Colocalization Threshold tool in lmageJ to calculate the Manders' tM1 and tM2 overlap coefficients. . One letter code nomenclature of oligosaccharides according to (Fry et al. 1993 ).
Suggested likely oligosaccharide structure is based on the m/z of the ion. "Fucosylated XyG"
represents the sum of the abundance of XXFG, XXFG, XLFG, and XLFG. Data are mean ± (s.e.m.) of each hpGFT1 cohort analyzed in triplicate, Student's t-test p<0.05 (*).
